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[ ZE] 8. LS E B K (y-glutamyl trasnpeptidase , GGT)—H SFEYF1 B {578 F (Alpha—fetoprotein , AFP )R 3l %ot A% J5
Zi'ﬁ}ﬂ:ﬁ(ﬂepatocellular carcinoma,HCC)*ﬁ?ﬁ‘*Eiﬁﬂgm{Ec % i%:67 il HCC BE TFAR YU H BEZ BH~ME Sk 10
ml, i PCR 4 GGT mRNA-H WRIFIZRIA , HR F S G il & R AFP /K, PEAS B8 X R4S HCC RIER G AAF
RITRIIME . 4R .67 BIBRE 1.3.5 FEEFEFRNAR 71.5%.35.1%F 18.7%, HH GGT mRNA-H W RIF kB HE 4579.5% .,
42.3%H1 22.1%, M #5HHE N 65.5%.24.1%F1 11.7%( x*=3.014,P=0.021), i AFP<400 pg/L B HCC BERG 13 5 £ E
FUETER D BN 76.3%.44.6%F 23.9% , AFP>400 pg/L 8 1 48 3 4£ 5 48 RFAAERIF B0 62.1%.21.1%F 13.2%( x*=2.697,
P=0.035), Cox A R7R GGT mRNA-H XI5 IR MHL4R AFP K(OR=1.672 vs OR=1.145), 4 # :SMNHMAMCCTmRNA-H T
R FIR BRI 2 Al HCC ARG BUS B RTRHE AR, HHER T AFP AR,
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Relationship between GGT mRNA-H subtype expression and the survival of

HCC patients after radical mastectomy
WANG Ying—ying',CAO Hong’,ZHU Zhong—yuan' ,XIE Yong'
(1. Department of Laboratory ,Hainan Provincial Nongken Hospital ;2. Department of Laboratory ,the Second
Xiangya Hospital of Central South University)
[ Abstract]Objective: To evaluate the relationship between GGT mRNA-H subtype expression and the survival of HCC patients after
radical mastectomy. Methods :67 patients with HCC were enrolled in this study.On the surgery day, 10 ml peripheral venous blood was
drawn from each patient in the morning, PCR used to detect the GGT mRNA-H subtype expression.AFP level were also detected by
radioimmunoassay. Results:The 1,3,5-year survival rates of the 67 HCC patients were 71.5%,35.1% and 18.7% respectively,
of which 79.5%,42.3% and 22.1% were found respectively in the negative expression of GGT mRNA-H subtype,and 65.5%,24.1%
and 11.7% found respectively in the posiﬁve expression ( ¥’=3.014,P=0.021).Cox model showed that GGT mRNA-H had more impact
on prognosis than the AFP(OR=1.672 vs OR=1.145). Conclusion : Peripheral blood cell GGTmRNA-H subtype expression detection
is a reliable indicator to predict the prognosis of primary liver cancer patients,and it’s better than AFP testing.
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[ AFP>400 g/l BE ARG 5 ERIET-HL2 <400 py/L ¥
1.145 %, 3R GGT mRNA -H XS WML T AFP,

%1 HCC RE4TFH Cox KRR

OR
HE B SE Wad

(ExpB)
MR (R/T) 0314 0.109 5.001 0024 1369
Bh9ed TMN( I 8/ L a+b) 0451 0.189 4271 0031 1570
FepRg 2345 (1 /2 1) 0.481 0.224 5771 0014 1.618
mERILCET) 0.524 0221 6.114 0.008 1.689
GGT mRNA -H(+/-) 0.514 0281 5.447 0017 1672

AFP(>400 pg/L /<400 pg/l) 0.347 0.181 4.789 0.024 1.145
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B0 HOC ARG B RIBE , 6145 AFP K H
FCALAE TNM 4330 | B 434 | I A 4240 70 B AR S8 4 i LA
Rt 3% o 1 B P B AR T AR B SR04, SRR — M ARRT
HCC HRIAAR G B A 73T BB X, B A IR
FH HS-AFP 8455t HCC MRIGARJE 0 8 & B5 #4794, A
9 AFP AU HCC Fr R BB RRCY , W BUE B TEH tu R
A E, GCT RIEAIRARERE ZMBFEIRF=Y,
S R R AT B8 BT A IR E LR, 7E P40 AR
AR EF AR, X HCC M2l B 308 MR i F sk
M, GGT mRNA-H SF &I HCC A55RAM: GCT-mRNA 26
B A4 8 GGT mRNA-H WARIFIFRK S AFP K5 HCC
HIAAR G LA BINE,

ALHFIEFR A . GGT mRNA-H W RIF XM HCC
HARIG 1.3.5 FRBEFRDANH 79.5% 42.3%F 22.1%,
i GGT mRNA-H WEEIF A PHYERY 1.3.5 4E BBUETFES 5
M 65.5%.24.1%F1 11.7%, A Z MM ERBRITEENL, #
EHEUHRF TR HCC REREEFNEBR GGT mR-
NA-HFR#EZN18.2%, T & £ FF B RIGGT mRNA-HEAM:
RN K 82.4%; T 1k AIGCT mRNA-HFH MR HN25.0%,
TIAEZE TR 9 GGT mRNA-H FRM:E % 88.5%; TLiL it
M GGT mRNA-H FHMER Yy 37.9% , MAF T H#H 8
GGT mRNA-H FHHEZNE 91.7%, FFAER . iEk T
WHEBREFBAG RS ZNEERE , BX—55 R4
REARE—HH,

AERATEZEE Cox FRBAELHT AT, 25 R Bonith
AR B T SR (0 43 A U TNM 4338 | I B RIE LA & GGT
mRNA-H W2 3% f AFP /K ¥R WHE 597 ek H

E TERSVEE T BEES, Bl Cox XEEAIZH
o0, B THUME L  E—# i GGT mRNA-H
RIIA M AFP KX HCC B M KRR, &8N 8R
GGT mRNA-H ¥ /5 B ML T AFP, 2B &AM K
AFPESRE: HCC B AR IF R inEY , (5 HCC RIE/RE
BEIMIE AFP K 5N ki KA ¥ % IF X
FYIXR,AFP X BUS A ME RN RIBR 44K, T TR
RIEBS GGT mRNA 1 AFP mRNA B9 I A 3 — 4R S AT
BN E, B THEASEZR, AEBRA 5040
GGT mRNA-H P 5 AFP /KBS A M X 16 RS
HCC BUE MIEHT, IXIEA R T — P BHRIESE,

B2 ARBETIEsE A M40 GGTmRNA-H R K
BRI PEAE HCC ARG BUS BT R85, FHFEML T AFP /Y
il X8 HCC RGBS MPE 4 T — N AR A
¥,
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